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Guest Editor
Zunnan Huang and Ruo-Xu Gu, “Development and Application of Computational
Methods in Biology and Medicine”, Current Medicinal Chemistry, 2019, 62 (42).
Zunnan Huang, Ruo-Xu Gu, and Xiao Jun Yao, “Computational Approaches in Drug Discovery and

Precision Medicine”, Frontiers in Chemistry, 2020, in process.
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Review manuscripts for Journal of the American Chemical Society, Journal of Chemical Information
and Modeling, Journal of Physical Chemistry B, Biophysical Journal, PLoS one, Current Medicinal

Chemistry, Current Pharmaceutical Design.

TEACHING EXPERIENCE
Teaching Assistant, Physics, 2008, Shanghai Jiao Tong University, China

PROFESSIONAL ACTIVITIES
2017 Poster presentation at the Biophysical Society 6

1™ Annual Meeting, New Orleans

2016 Poster presentation at the 4™ Theory and Applications of Computational Chemistry Conference,
Seattle, US

2016 Poster Presentation at the Biophysical Society 60™ Annual Meeting, Los Angeles

2015 Poster Presentation at the 3nd Protein Structure Function and Malfunction Conference, Saskatoon,
Canada

2015 Poster Presentation at the Biophysical Society 59™ Annual Meeting, Baltimore

2014 Oral Presentation at the 2" Protein Structure Function and Malfunction Conference, Saskatoon,
Canada

2011 Oral Presentation at the 28" Annual Symposium of Chinese Chemical Society, Chengdu

2011 Oral Presentation at the International Conference of the Computational and Systems Biology,
Shanghai

2010 Poster Presentation at the International Conference of the Computational and Systems Biology,
Hangzhou



