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1.5 TAILPCR HDF 68 FST's
T T6 DNA , 3 3 PCR . .
, ., 1 PCR . 2 ,
, ; , 2
1 PCR s PCR
1.2 %1 TAIEPCR R &% A6 4k
1 PCR 1 ML 2 ML 3 ML
50 2 , ) 10X PCR bufffer 2.5 2.5 2.5
50 3 AN TP Mix (2.5 mmol /L) 4 4 4
AD Primer( 100 *mol /1) 2.5 2 1.5
.PCR 2 3 NOS RSP(20“mol/L) 0.5 0.5 0.75
PCR 501, 1% Taq DNA Polymerase (5 U /ML) 0.2 0.2 0.2
Template (30 ng /*L) 3 1 1
(X TAE Buffer) ddH, 0 up to 25 25 25
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74 °C, 1 min 1
5 94 G 1 min; 95 C, 1 min 1
94 G205 68°C. 555 74 C30s 94 'C20s 68 °Co5s5 74 Co30s 94 °C, 20 44 C.55 74 °Co30 s 10
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; 94 G 1 min; 95 C, 1 min 1
94 G205 68°C.5s; 74 C30s 94 'C20s 68 °C.5s5 74 Co30s 94 °C, 208 44 G55 74 °Co30 s 10
74 G 1 min 1
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Obtaining FSTs of Nodulisporium sylviforme fusant by TAIL PCR techniques
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Abstract: TATE PCR technique was performed to get the flanking sequence of T DNA tags ( FSTs)
from six randomly selected HDF 68 positive T DNA transformants only in one day time. A fter analy-
sis of its sequences, the main factors of influencing TAIE PCR amplification were discussed. This
study provided a feasible way to seperate taxol biosynthesis related genes for taxol producing fungi
from T DNA mutants, and also laid solid foundation for clarifying taxol pathway in taxol producing

fungi and for finally constructing high yield gene engineering strain.
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